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Morphological characterization of Vibrio

alginolyticus specific bacteriophage

isolated from fish farms on west coast of Korea

Yong Ju Heo, Chan Heun Lee, Min Suk Baek, Hyun Mi Ahn, Yo Sep Hwang, Kwan Ha Park, Sang Hoon Choi'
Department of Aquatic Life Medicine, Kunsan National University, Jeonbuk 573-400, Korea

Vibrio alginolyticus (V. alginolyticus), which is one of bacterial pathogens evoking severe infection in fish and
shellfish as well as in human has been found at high frequency around all coast areas in Korea. Both V. alginolyticus
and V. alginolyticus specific bacteriophage were isolated from sea water and various fishes from fish farms on west

coast in Korea. In a morphological study based on electron microscope, the purified phage appeared to be composed

of hexagon head of 60 nm and short tail of 20 nm. In the

denatured SDS-PAGE analysis, the structural proteins

of the phage were found to be 7 different protein fractions ranging from 37.8 to 198 kda. The kind of nucleic acid

of the phage was ascertained to a double stranded DNA.
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Table 1. Biochemical characteristics of V. alginolyticus isolated from fish farms on west coast of Korea

Test method Character test bacteria ~ ATCC 17749
ONPG 2-nitrophenyl- 3D-galactopyranoside - -
ADH L-arginin - -
LDC L-lysine +
ODC L-ornithine +
CIT trisodium citrate b 1
H,S sodium thiosulfate - -
URE urea - -
TDA L-tryptophane - -
IND L-tryptophane + +
VP sodium pyruvate - -
APBI 20E GEL gelatin - i
(37°C, 24h)
GLU D-glucose +
MAN D-mannitol +
INO inositol - -
SOR D-sorbitol - -
RHA L-rhamnose - -
SAC D-sucrose + +
MEL D-melibiose - -
AMY amygdalin - -
ARA L-arabinose - -
0X see oxidasetest packagen insert + +

a il . b . .
. positive reaction, =~ : negative reaction
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Fig. 1. Transmission electron micrographs
of V. alginolyticus phage. Scale bars
represent 20 nm (A) and 100 nm (B),
respectively. The arrows represent a short
tail of V. alginolyticus phage.
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Lane I : Marker

Lane II : V. alginolyticus phage DNA

Lane I : V. alginolyticus phage DNA digested with DNase
Lane IV : V. alginolyticus phage DNA digested with RNase

Fig. 2. Agarose gel electrophoresis for V. alginolyticus
phage DNA
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Fig. 3. SDS-PAGE for proteins from V. alginolyticus
specific phage
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